15721 agttttttct taaatggtat aatatccagt atgaagtatt actgaatttg agtaatcatt 

aacaaatata tttca[ ctgcc atactgtata ccagg ]ctttc tt[cta.gggcc .cagaaatata 

agjctggttaa.gatccttgat tgattgagat tacattctaa caggtacagt agacttaata 

gctaatatca gaaaagatta gcagatttat tcactgtgtt atttgtactt ttattctcca 

tttgccttac cctgtatttg aagaaagttt tgccttgctt tttgatgtga atgaaattaa 

gcttggattt cacaaccgtg gttgaattta agaaatgttc tatttttaca tggggaagac 

ggtgctcaag taatacttgc aggtactagc acccaggatt taggagtcca gtccagtttt 

agctacacaa aagtcttaag tacacaaatt gccaatagag cagaactata taattcatag 

atttgctcat tattaatctc aaggaaatca gctctttaaa tatatgtatt taatgaatgt 

gaaatttttg ggaaggggaa ctactatgta ttaagccata atatttattt tacttaaaaa 

atttttaaac aaagtaatac tagtcattgt gagaatgcta ttctaaaaaa aaaaaaagtc 

ccctggccac cttctctttc catccctaga gaccgaacat tttcaaaatt tgtagctact 

tcttctactt agcctccatg tattaaacta atatgt[gtaa taagaataat cc gggglgagg Beginning of Ll 5' 

agcca[agatg gccgaatagg aacag]ctccg gtctacagct cccagcgtga 14892 regulatory region 

Figure 1. Primer pairs for PCR amplification of the Ll element at 184.5M from ptel on 
chromosome lq. Nucleotides 15,721 to 14,892 of BAC clone AL162431 were analyzed 
to identify nt sequences of primary 5' and 3' PCR primers (solid lines)and secondary 
nested 5' and 3' primers (dotted lines), shown bracketed, for amplification of a chromosomal 
segment that is specific to the chromosome lq location 5' to the Ll sequence, along with 
the adjacent 5' regulatory region of the Ll element. 5' primary and secondary nested primers 
are identical to the indicated sequences. 3' primary and secondary nested primers are 
complementary to the indicated sequences. 
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